Model tables

Table I
Title (Century Gothic 9)

	Species
	Nulliparous females
	Parous females
	p-value

	
	Morning
	Afternoon and evening
	Morning
	Afternoon and evening
	

	Culicoides actoni
	34.2 (18.11)
	118.4 (28.33)
	2.5 (1.09)
	34.1 (10.24)
	0.4682

	C. brevitarsis
	1 (0.27)
	2.9 (0.8)
	0.6 (0.21)
	0.7 (0.25)
	0.3538

	C. bundyensis
	9 (3.24)
	10.5 (2.86)
	4 (1.17)
	2.3 (0.51)
	0.3756

	C. fulvus
	7.9 (2.85)
	4.7 (1.14)
	1.8 (0.66)
	1 (0.24)
	0.8887

	C. marksi
	1.2 (0.47)
	0.8 (0.2)
	2.1 (0.8)
	0.5 (0.12)
	0.0769

	C. oxystoma
	45.2 (30.61)
	22.6 (6.35)
	2.3 (1.26)
	9.6 (2.51)
	0.1052

	C. peregrinus
	550 (202.93)
	167.4 (60.1)
	32.5 (9.4)
	5.2 (1.28)
	0.7180


Table II
Title (Century Gothic 9)

	cDNA
	Accession No.
	bp
	Homology
	GI number
	E-value
	Protein domain

	752
	AY686217
	825
	Novel
	–
	–
	Anaphylatoxin, VWFC

	818
	AY686213
	715
	SAP1, sensory appendage protein (antennae)
	19071285
	7E -046
	OS-D, 1E -64

	825
	Not submitted to GenBank
	476
	Novel
	–
	–
	

	829
	Not submitted to GenBank
	437
	Novel
	–
	–
	–


cDNA
complementary DNA

bp
base pair (‘bp’ indicates cDNA fragment length)

GI
GenInfo identifier

OS-D
insect pheromone-binding family

VWFC
a type of C-terminal cystine knot

–
no match was identified

‘Homology’ indicates the proposed molecular function of the most closely related gene (GI number) of known function available in GenBank using a tBLASTx search

‘E-value’ indicates the confidence level of the homology assignment

Protein domains were determined by Prosite or Pfam search; Pfam searches are accompanied by an E-value
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