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L. monocytogenes – isolati

Uomo         n=291
Alimenti     n=858
Ambiente   n=46

Tot. isolati n= 1195



1/2b (n=159)

4b (n=191)

4c  (n=2)4d (n=8)
3b (n=5)

1/2a (n=533)

1/2c (n=263)

3a (n=33) 3c (n=1)

L. monocytogenes - sierotipi  

Tot. isolati n= 1195

Sierotipo %
1/2a 44,6
1/2c 22,0
4b 16,0
1/2b 13,3
3a 2,8
4d 0,7
3b 0,4
4c 0,2
3c 0,1
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L. monocytogenes Cloni Epidemici (EC)

• ECI (Lineage I, 4b, comK prophage ‐)
– Canada coleslaw, 1981
– LA soft cheese, 1985
– Switzerland soft cheese, 1989

• ECII (Lineage I, 4b, comk prophage +)
– U.S. hot dog, 1998‐1999
– U.S. turkey deli, 2002
– Belgium time‐linked cluster of cases, 2006‐2007 

• ECIII (Lineage II, 1/2a, comK prophage +)
– U.S. hot dog, 1989
– U.S. turkey deli, 2000

• ECIV (Lineage I, 4b, comK prophage +)
– Boston vegetable, 1979
– UK pate, 1989
– Northern Italy corn, 1997

• ECV (Lineage II, 1/2a, comK prophage +)
– 2008 Canadian RTE meat outbreak
– 2010 Canadian prosciutto ham outbreak
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L. monocytogenes – Uomo (n=1126)
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https://bigsdb.pasteur.fr
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Virulenza



Antibiotico‐resistenza



Outbreak investigation



AFLP > PFGE
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Listeria e alimenti



Listeria e alimenti



21%

79%

Caseifici n=34
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MLVA>MLST



Multistate Outbreak of Listeriosis

Dati CDC

N. casi 22

Decessi 4

Stati 14



Multistate Outbreak of Listeriosis
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Multistate Outbreak of Listeriosis
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Multistate Outbreak of Listeriosis

TOTALE 392 270 74 33 10 4 1

Profili genetici isolati Profilo MLVA
I 21 7 7 13 4 3
II 19 2 11 17 5 6
III 21 2 7 14 4 7
IV 19 2 7 14 4 5
V 20 4 10 15 4 5
VI 21 6 7 13 4 3

Prob. MLST
ST8
ST2
ST38
ST121
ST5
ST8

MLST
ST8
ST2
ST101
ST121
ST5
ST8



Multistate Outbreak of Listeriosis



cgMLST: 1748 genes



Conclusioni



The ability to recognise, 
investigate and identify the likely 
source of an outbreak remains 
critically important for food and 
waterborne diseases. 

Conclusioni



The backbone of the IFTN based on the 2007 dataset.

Ercsey‐Ravasz M, Toroczkai Z, Lakner Z, Baranyi J (2012) Complexity of the International Agro‐Food Trade Network and Its Impact on Food 
Safety. PLoS ONE 7(5): e37810. doi:10.1371/journal.pone.0037810
http://www.plosone.org/article/info:doi/10.1371/journal.pone.0037810
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Grazie per la cortese 
attenzione


