Spatial distribution of peptl mMRNA in the digestive tract
(real time quantitative PCR)

Terova et al., Aquaculture 294:288 (2009)
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Conclusions (2)

zebrafish peptl is highly expressed in the proximal intestine
starting day 4 post-fertilisation, before functional maturation
of the gut, first feeding and complete yolk resorption

cloning of Peptl-type transporters from other teleost fish is done

or underway

peptl is a marker for teleost fish gut regionalization, differentiation

and morphogenesis
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The adult zebrafish gut
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Morphological and molecular evidence for functional organization along the
rostro-caudal axis of the adult zebrafish gut
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Solute carriers - cluster 6
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Solute Carriers — Cluster 6
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Plata et al., JBC
282:11996 (2007)

slcl5alb solute carrier family 15

slc3a2 (?)
slcha6a (?)
slc6al9a (?)
slc7a8a (?)
slcl6a6b (?)

(oligopeptide transporter), member 1b

» slc27a4 solute carrier family 27 (fatty acid

transporter), member 4
» slcbal solute carrier family 5

(sodium/glucose cotransporter), member 1

* slc43a2b solute carrier family 43 (amino
acid system L transporter), member 2b

» slcb5a8l solute carrier family 5 (iodide

transporter), member 8-like
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slc6al9b solute carrier family 6 (neutral amino acid transporter),
member 19b
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abp2
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The SLC family series in teleost fish
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Conclusions (3)

zebrafish slcl15al (peptl) as a case study

passing from ‘a case study’ to the array of all the SLC
transport(ers)

from peptl as a marker for teleost fish gut regionalization,

differentiation and morphogenesis to effective
functionalization of the organ

‘nephronizing’the zebrafish gut
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Rabbit/zebrafish PEPT1 chimeric approach
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Rabbit/zebrafish PEPT1 chimeric approach

|max (%)

[EEN
o
o

180 -

160 -

140 -

=
N
o

80 -

60 -

40 -

COOH

zebrafish

pH 8.5
PEPT1R-6-Z

pH 7.5

pH 6.5

rabbit

PEPT1R-4-Z PEPT1R-7-Z



Rabbit/zebrafish PEPT1 chimeric approach

-terminal
\. undle




—
—_—
e 25752
s Y

=— c—
e

%

B, e
W L Bobe

A R

esierT e

~

SOLUTE TRANSPORT(ERS) IN ZEBRAFISH
INIR=SH RN =

-~ T1ziano Verri

Lfaboratory.ofiGeneral [RPhysiology, DepartmentofiBiologicalland/Environmental
Sciences;and lechnologies; University ofiSalento) LLecce(italy)

ZF-MED — ZEBRAFISH AND OTHER AQUATIC MODELS IN MEDITERRANEAN LABS
Giornate studio sull’impiego dei Modelli Acquatici a fini scientifici
Istituto Zooprofilattico Sperimentale dell’Abruzzo e del Molise ‘G. Caporale’
Teramo — October 15, 2018



PEPTL 2nd 2o
Gly)-containing d

J(/
jot





