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Sviluppo di protocolli per il 
sequenziamento di DNA e RNA



Protocollo sequenziamento RNA



Morbillivirus



Cluster lineage









Kampar EU448334

Miyazaki-Bali/2007 AB521793

HK23629/07 EU165526

Pulau AY357730

Sikamat/MYS/2010 JF811580

Melaka EF026043

Xi River GU188274

Indonesia/2010

Nelson bay AF218360

ARV L39002

ARV Muscovy duck DQ191363

ARV AF218358

Baboon AF059719

Broome virus GQ258983

MRV-2 DQ220017

MRV-2 DQ312301

MRV-1 M14779

MRV-4 AF368035 Ndelle virus

MRV-3 EF133509

MRV-3 U7429399
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Caso studio
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Focolaio Salmonella 2013-2014



NextSeq 500 Illumina

NextSeq 500 MidOutput Cartridge
300 cycles



ST7 e Nuovo pulsotipo in Italia:
24 casi umani fino a marzo 2016

Curva epidemica

Focolaio Listeria Marche 2015-2016



Outbreak strains  ST7 - AscI.0183 ApaI.0063 PFGE profile

Italian strains ST7 - AscI.0060. ApaI.0063 PFGE profile

Strains from NL ST7 - AscI.0183 ApaI.0063 PFGE profile

Strains from FR ST7

Strains from AT ST7

Strain from FR CC7



• Costo/genoma
80 €

• Tempo prep libreria + Run
48/72 ore 

Tempi/Costi=Vantaggi!!!



Banca ceppi
Campylobacter MLST + flaA

Brucella Matrice SNPs/Core genome (MLST plus)
Listeria Matrice SNPs/MLST/Core genome (MLST plus)

NGS
Campylobacter Brucella Listeria


