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« Subclinical infection in goats

* Mild signs in sheep (exp)

* Detection of BTV-25 genome up to 2 years in blood
* Does not grow on cell-culture )l

« Chimeric virus for serological screening

* Horizontal transmission?



Chimeric TOV (BTV-1)

Sheep, no RNAemia

Goats, RNAemic

Both species have Abs

Crosses the placental barrier
High levels of RNA in the organs
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* Mild signs in sheep, short RNAemia

* Mild signs in goats, longer and higher RNAemia

It does not grow on insect cells

* Does grow straight onto mammalian cells )l
It is not transmitted by insect

Horizontal transmission
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Fig. 2. Clinical and pathological signs in bluetongue virus serotype 26 (BTV-26) infected sheep. (a) Mild conjunctivitis, (b) slight oedema of the face, (c)
haemorrhagic lesions on the spleen, (d) interstitial oedema in lungs and (e) build up of fluid in the pericardium.
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Contents lists available at ScienceDirect Infeckicn; Genatics

and Evolution

Infection, Genetics and Evolution

journal homepage: www.elsevier.com/locate/meegid

Short communication

Bluetongue virus surveillance in the Islamic Republic of Mauritania: Is @Cmmk
serotype 26 circulating among cattle and dromedaries?

Alessio Lorusso **, Doumbia Baba ®, Massimo Spedicato ?, Liana Teodori ¢, Barbara Bonfini ?, Maurilia Marcacci ?,
Andrea Di Provvido ?, Katia Isselmou °, Valeria Marini ?, Irene Carmine 2, Massimo Scacchia ?, Daria Di Sabatino ?,
Antonio Petrini ?, Beyatt Ahmed Bezeid ®, & Giovanni Savini?

* OIE Reference Laboratory for Bluetongue, Istituto Zooprofilattico Sperimentale dellAbruzzo e Molise, Teramo (1ZSAM )-Italy
b Centre National d'Elevage et de Recherches Vétérinaires ( ONERV), Nouakchott, Mauritania

 Dromedaries J
e Cattle
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At least 3 variants (92% nt id Seg2)

Single serotype

Schulz et al., 2016; Zientara et al., 2014



* | colleghi piu fidati
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Contents lists available at ScienceDirect

Infection. Genetics
and Evolution

Infection, Genetics and Evolution

journal homepage: www.elsevier.com/locate/meegid

Research paper

Novel putative Bluetongue virus in healthy goats from Sardinia, Italy @Cmm

Giovanni Savini?, Giantonella Puggioni °, Giorgio Meloni ®, Maurilia Marcacci ¢, Marco Di Domenico ?,
Angela Maria Rocchigiani ®, Massimo Spedicato ?, Annalisa Oggiano ®, Daniela Manunta ®, Liana Teodori ?,
Alessandra Leone ¢, Ottavio Portanti ¢, Francesca Cito ¢, Annamaria Conte ¢, Massimiliano Orsini ¢,

Cesare Camma ¢, Paolo Calistri ¢, Armando Giovannini ¢ Alessio Lorusso **

* OIE Reference Laboratory for Bluetongue, Istituto Zooprofilattico Sperimentale dell'Abruzzo e Molise (IZSAM), Teramo, Italy
b Istituto Zooprofilattico Sperimentale della Sardegna, Sassari, Italy
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2 Farms:

F1: Silius (CA) 170 goats, 1 sheep
F2: San Vito (CA) 165 goats
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17 sentinel animals
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Healthy!

\ Wﬁ .....from the entire group (17) )‘

Whole blood
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Similar scenario in Farm 2
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Cell lines
(KC, BHK-21, BSR)
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NextSeq 500 lllumina

300 cycles
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Reads: 5 GB

Deep Coverage 150 X

de novo analysis SPAdes

Nearly the whole genome was obtained (90%)
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BTV-X ITL2015 Seg 2 BTV-27 KM200718 75.3/77.1

VP2 BTV-27/FRA2014/v02 KU760988 75.3/76.0

KX234079 BTV-27/FRA2014/v03 74.2/77.3

-It lacks 16 aa at 5’end and 82 aa at BTV-25 EU839840 73.1/74.0

3’end BTV-26 KUW2010/02 HM590642 63.1/60.0

Seg 6/ VP 5

BTV-XITL2015 Seg 6 BTV-27/FRA2014/v03 KU761002 84.2/93.7
VP5 BTV-27/FRA2014/v02 KU760992 84.2/93.7
KX234083 BTV-26 KUW2010/02 JN255159 73.7/81.6

-It lacks 39 aa at 5’end BTV-25 EU839842 70.2/76.3
-Partial 3’end NCR BTV-27 LN713675 70.8/75.3

Only Seg 3 and Seg 4 were obtained
from farm 2; 100% nt id with Farm 1
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* The new BTV virus clusters with BTV-25, BTV-26 and BTV-27

 No serological cross-reactions with any of the previously known
serotypes

* 84% of cElisa positive animals at the end of the analysis
* Probable direct contact trasmission within goats? y

* No vectors available for screening
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Full text links

Transbound Emerg Dis. 2016 Sep 5. doi: 10.1111/tbed.12560. [Epub ahead of print] m';ﬂ;'"

Emergence of a Novel Bluetongue Virus Serotype, China 2014. e

sunEC’, Huang LPY, xu Qy", wang Hx', xue X0 LuP?, Liws* Liuw* BuzG' wuDL®. I
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Abstract

One hundred and twenty-six blood samples were collected from healthy sheep and goats in Xinjiang, China, during July 2014. Seventy-three

samples (57.93%) were bluetongue virus (BTV) serology-positive, and 39 samples (30.95%) were BTV NS1 gene-positive. BTV strain T
XJ1407 was isolated from the blood of BTV NS1 gene-positive animals and sequenced. Analysis of its genome sequence suggests that Similar articles

XJ1407 is a novel BTV serotype. Complete genome sequence of the first

bluetonaue virus seratype 7 i: [Arch Virol. 2016]

© 2016 Blackwel Verlag GmbH.
¢ Long-term infection of goats with bluetongue

virus serotype 25. [Vet Microbiol. 2013

Isolation and Complete Genome Sequencing
PMID: 21547165 DO 10 t1tbed 12560 of Bluetongue v [Transbound Emerg Dis. 2015]

AP0

KEYWORDS: bluetongue virus; epidemiology; new serotype
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Vaccine *

journal homepage: www.elsevier.com/locate/vaccine

Contents lists available at ScienceDirect

Detection and isolation of Bluetongue virus from commercial vaccine @Cmssmk
batches

Velizar Bumbarov, Natalia Golender, Oran Erster”, Yevgeny Khinich

Division of Virology, Kimron Veterinary Institute, Bet Dagan, PO Box 12, 50250, Israel

» Contaminant of sheep-pox vaccine
* Related to BTV-26

* Novel serotype? >‘
* No Seg 2
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99% nt id in two genome segments with SP derived BTV s
*  Clusters with BTV-26 and SP BTV
« Serum samples failed to neutralize extant BTV serotypes

* 6/8 sheep coming from Libya were infected only with a novel BTV

« 1/8 coinfection BTV-3/BTV-Y
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*Three potential new
serotypes have been detected
In goats in Mongolia by FLI
colleagues.

*The partial VP2 sequence
confirmed that these three
strains have homologles le
than 75% with all other
serotypes

*One strai

in culture M
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* Acute disease
* Low id with BTV-15 (72%) )‘
» Reassortant with classical serotypes?



BTV-Z ITA2017
» Capre, Verbania

 Ulteriore sierotipo?
*85 % id con BTV-25
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BTV-25 GROUP

BTV-27s from Corsica

BTV-X ITL2015 from Sardinia
BTV XJ1407 from China

BTV-26 GROUP

SP-derived BTV
BTV-Y TUN2016

Two clusters of novel BTV serotypes?



[dentification of the Genome Segments of
Bluetongue Virus Serotype 26 (Isolate
KUW2010/02) that Restrict Replication in a
Culicoides sonorensis Cell Line (KC Cells)

Gillian D. Pullinger*, Marc Guimera Busquets, Kyriaki Nomikou, Mark Boyce,
Houssam Attoui, Peter P. Mertens

Vector-borne Viral Diseases Programme, The Pirbright Institute, Pirbright, Woking, Surrey, United Kingdom,
GU24 ONF

D * gillian.pullinger @ pirbright.ac.uk; gillian.pullinger @btinternet.com
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